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Can yeast harness the adaptive potential
of extrachromosomal circular DNA?
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- 1. Introduction - 4. Results: Circles and Adaptation -
eccDNAs are a source of genetic heterogenity: -~ CUP1 eccDNA allows robust adaptation to copper stress:
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resistance via eccDNA accumulation and track . .
CUP1 eccDNA is stable once acquired:
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— 6. Future Directions
Our data shows that circles can indeed support long-term adaptation
to stress at the population level. Future work will investigate why
CUP1 circles become so unusually stable in our experimental system.
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